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Comparison of 16S Microbial ProfilesNGS Result 

Comparison of 16S microbial profiles from soil, extracted using PrimeWay and other brands of soil DNA extraction kits. V4 region was amplified from the 
extracted DNA and sequenced on the Illumina Miseq Platform. Qiime2 pipeline was used to analyse the data and the results are shown in the figure 
above. The relative abundance of bacteria is classified in phylum-level.

The alpha diversity is presented using rarefaction 
curves. Rarefaction curves is used to provides 
insight on the number of species detected at the 
given sequencing depth. 
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