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*Required Fields

	CUSTOMER DETAILS 

	*Name:
	     

	Reference ID:
	     

	*Institute Name / Department
	     

	*Address:
	     

	
	       

	*Contact Number:
	(Office)                                                                                         (Mobile)      

	*Email Address:
	     

	Principal Investigator / Supervisor:
	     


	TYPE  OF SERVICE: Please indicate with a  “X”

	Important: If you are not submitting genomic DNA, please refer to Species Barcoding - Instructions for Sample Processing (attached separately).  The kit containing the solution/s mentioned in instructions will be delivered/ shipped separately, upon order confirmation.

	Pure Isolate
	Mixed Sample
	Sample Type^
	PCR  Product Name
	PCR Product Size#
(bp)

	 FORMCHECKBOX 

	 FORMCHECKBOX 

	Plant
	1. Ribulose-1,5-bisphosphate carboxylase/oxygenase (rbcL)

2. Maturase K (matK)
	600

850

	 FORMCHECKBOX 
        
	 FORMCHECKBOX 

	Fungi
	Internal transcribed spacer (ITS)
	700

	 FORMCHECKBOX 

	 FORMCHECKBOX 

	Bacteria*, gram-negative
	16s rRNA, partial sequence
	600

	 FORMCHECKBOX 

	 FORMCHECKBOX 

	Bacteria*, gram-negative
	16s rRNA, full-length sequence
	1500

	 FORMCHECKBOX 

	 FORMCHECKBOX 

	Animal

(cow, sheep, pork, fish, prawn, poultry etc)
	Cytochrome c oxidase I (COI)
	700

	 FORMCHECKBOX 

	 FORMCHECKBOX 

	Eukaryotes
	18s rRNA, full-length sequence
	1800


*For identification of Bacteria, gram-positive, please enquire

^ We are always developing new procedures; for organisms not within the list, please enquire.
# PCR product sizes may vary slightly between species and these are not absolute numbers.

	SAMPLE INFORMATION 

	No
	Sample Name [as indicated on the tubes]
	DNA Concentration (ng/µl)
	OD Ratio 260/280
	Volume (µl)

	     
	     
	     
	     
	     

	     
	     
	     
	     
	     

	     
	     
	     
	     
	     

	     
	     
	     
	     
	     

	     
	     
	     
	     
	     

	     
	     
	     
	     
	     

	     
	     
	     
	     
	     

	     
	     
	     
	     
	     

	     
	     
	     
	     
	     

	     
	     
	     
	     
	     

	     
	     
	     
	     
	     

	     
	     
	     
	     
	     

	     
	     
	     
	     
	     

	     
	     
	     
	     
	     

	Total Number of Samples: 
	     
	
	

	If you have a large number of samples, please attach a separate sheet with the details as requested in the above table. 




	ADDITIONAL SERVICES (A separate fee is chargeable)

	Quantity
	Services

	     
	SS1042 Building a PhylogeneticTree - Neighbor-Joining Tree including bootstrapping using MEGA. It is recommended for ≥ 2 samples. 

	Note:

1. 1st BASE will perform quality checks on samples upon receipt. 

2. If PCR fails, a set-up fee for the PCR step is chargeable.
3. Service includes sequencing data and Service Report. 




	Have I met the sample preparation requirements? 

	
Checklist (Please indicate with a X): 

  Submitted ≥ 1 (g of purified genomic DNA in either TE or 10mM Tris-HCl (pH8.0) Elution Buffer.

  Purified DNA meets OD260/280= 1.8 to 2.0 
 Fresh samples will be accepted if they are processed using reagents provided by 1st BASE. We are able to provide reagents and instructions for sample
      preparation prior to sample collection, please contact us for details.

  Samples submitted in 1.5ml microcentrifuge tubes with at least 10 µl of contents. Each tube should be clearly labeled using a permanent marker, with caps 
      sealed with parafilm. DNA should be shipped chilled.
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